Contents 


Original Papers 


Abad JP, Agudo M, Molina I, Losada A, 
Ripoll P, Villasante A: Pericentromeric 
regions containing 1.688 satellite DNA 
sequences show anti-kinetochore antibody 
staining in prometaphase chromosomes of 
Drosophila melanogaster 371 

Abad P — Augé-Gouillou C 

Abe T — Takano H 

Abraham EG, Sezutsu H, Kanda T, Sugasaki 
T, Shimada T, Tamura T: Identification 
and characterisation of a silkworm ABC 
transporter gene homologous to 
Drosophila white 

Agudo M — Abad JP 

Ahel I — Mikoc A 

Aiba H — Ohmiya R 

Akao S — Imaizumi-Anraku H 

Albertini AM — Rossolillo P 

Albus U — Hohnjec N 

Alix J-H — Hage AE 

Altmann T — Miissig C 

Andersen HA — Nielsen PS 

Aoki H, Sato S, Takanami T, Ishihara T, 
Katsura I, Takahashi H, Higashitani A: 
Characterization of Ce-atl-1, an ATM -like 
gene from Caenorhabditis elegans 119 

Aparicio JF — Hijarrubia MJ 

Arisawa M — Terashima H 

Atteia A — Stevens DR 

Augeé-Gouillou C, Notareschi-Lervoy H, 
Abad P, Periquet G, Bigot Y: Phylogenetic 
analysis of the functional domains of 
mariner-like element (MLE) 
transposases 506 

Averbeck NB, Borghouts C, Hamann A, 
Specke V, Osiewacz H-D: Molecular 
control of copper homeostasis in 
filamentous fungi: increased expression of 
a metallothionein gene during aging of 
Podospora anserina 604 


Baca BE — Carreno-Lopez R 

Balasov ML, Belyaeva ES, Shestopal SA, 
Makunin IV, Zhimulev IF: The transposon 
A*4-24P[white, rosy] in Drosophila 
melanogaster is subject to position-effect 
variegation at a non-centromeric insertion 
site 105 

Ballario P — Handa N 

Baltz R — Eliasson A 

Baron M, O'Leary V, Evans DAP, Hicks M, 
Hudson K: Multiple roles of the Dedc42 
GTPase during wing development in 
Drosophila melanogaster 98 

Barten R, Meyer TF: DNA circle formation in 
Neisseria gonorrhoeae: a possible 
intermediate in diverse genomic 
recombination processes 691 

Bassie L — Capell T 

Becker JD — Hohnjec N 

Beckwith W, McAlear MA: Allele-specific 
interactions between the yeast RFC1 and 
RFC5 genes suggest a basis for RFC 
subunit-subunit interactions 378 

Bellemare G — Haffani YZ 


Belyaeva ES — Balasov ML 

Belzile F} — Haffani YZ 

Bendixen C — Duna M 

Benhamou B — Doumith M 

Bianchi A — Sosio M 

Bibb MJ — Wei&schuh N 

Bigot Y — Augé-Gouillou C 

Boer M de — Nielsen PS 

Bohner S, Gatz C: Characterisation of novel 
target promoters for the dexamethasone- 
inducible/tetracycline-repressible 
regulator TGV using luciferase and 
isopentenyl transferase as sensitive 
reporters genes 860 

Bonen L — Carrillo C 

Borghouts C — Averbeck NB 

Bormann C — Lauer B 

Bossi E — Sosio M 

Bourbonnais Y, Faucher N, Pallotta D, 
Larouche C: Multiple cellular processes 
affected by the absence of the Rpb4 
subunit of RNA polymerase II contribute 
to the deficiency in the stress response of 
the yeast rpbgA mutant 763 

Bowers R Jr. — Stahl F 

Boynton JE — Fargo DC 

Brana AF — Gonzalez A 

Breek CKD — Kamst E 

Breunig KD — Georis I 

Bruntner C — Lauer B 

Bui DM — Gregan J 


Caceres C — Gourzi P 

Calleja M — Lefai E 

Campos-Reales N — Carrefio-Lopez R 

Cano DA — Mouslim C 

Capdevila C — Doumith M 

Capell T, Bassie L, Topsom L, Hitchin E, 
Christou P: Simultaneous reduction of the 
activity of two related enzymes, involved 
in early steps of the polyamine 
biosynthetic pathway, by a single 
antisense cDNA in transgenic rice 

Cardoza RE — Marcos AT 

Carnero E, Ribas JC, Garcia B, Duran A, 
Sanchez Y: Schizosaccharomyces pombe 
ehsip is involved in maintaining cell 
wall integrity and in calcium uptake 
173 

Carreno-Lopez R, Campos-Reales N, 
Elmerich C, Baca BE: Physiological 
evidence for differently regulated 
tryptophan-dependent pathways for 
indole-3-acetic acid synthesis in 
Azospirillum brasilense 521 

Carrillo C, Chapdelaine Y, Bonen L: 
Variation in sequence and RNA editing 
within core domains of mitochondrial 
group II introns among plants 595 

Casadesus J — Mouslim C 

Casqueiro J — Hijarrubia MJ 

Castiglioni Pascon R, Pizzirani-Kleiner AA, 
Miller BL: The Aspergillus nidulans 
bncA1 mutation causes defects in the 
cell division cycle, nuclear movement 
and developmental morphogenesis 
546 


470 


Cervelli T, Galli A: Effects of HDFi (Ku7o) 
and HDF2 (Ku8o0) on spontaneous and 
DNA damage-induced intrachromosomal 
recombination in Saccharomyces 
cerevisiae 56 

Chandok MR, Sopory SK, Oelmiiller R: 
Cytoplasmic kinase and phosphatase 
activities can induce PsaF gene expression 
in the absence of functional plastids: 
evidence that phosphorylation/ 
dephosphorylation events are involved in 
interorganellar crosstalk 819 

Chapdelaine Y — Carrillo C 

Chatterji D — Sujatha S 

Chikano H, Ogawa M, Ikeda Y, Koizumi N, 
Kusano T, Sano H: Two novel genes 
encoding SNF1-related protein kinases 
from Arabidopsis thaliana: differential 
accumulation of AtSRi and AtSR2 
transcripts in response to cytokinins and 
sugars, and phosphorylation of sucrose 
synthase by AtSR2 674 

Chiurazzi M — Ercolano E 

Choi D-W — Zhu B 

Choquet Y — Rimbault B 

Christou P — Capell T 

Chuma I — Eto Y 

Clark SRD, Oresnik IJ, Hynes MF: RpoN of 
Rhizobium leguminosarum bv. viciae 
strain VF39SM plays a centrai role in FnrN- 
dependent microaerobic regulation of 
genes involved in nitrogen fixation 

Clarke L — Halverson D 

Close TJ — Zhu B 

Clouse SD — Miissig C 

Corneille S, Lutz K, Maliga P: Conservation 
of RNA editing between rice and maize 
plastids: are most editing events 
dispensable? 419 


623 


Daboussi M-J — Hua-Van A 

Dayanandan S — Rajora OP 

DeLotto R — DeLotto Y 

DeLotto Y, Smith C, DeLotto R: 
Multiple isoforms of the Drosophila 
Spatzle protein are encoded by 
alternatively spliced maternal mRNAs 
in the precellular blastoderm 
embryo 643 

Derhy Z — Silar P 

Didion T — Nielsen PS 

Dietrich C — Heuner K 

Doetsch NA, Thompson MD, Favreau MR, 
Hallick RB: Comparison of psbK operon 
organization and group III intron content 
in chloroplast genomes of 12 Euglenoid 
species 682 

Don LD — Eto Y 

Donadio S — Sosio M 

Dong H-T — He Z-H 

Dong J-X — He Z-H 

Doumith M, Weingarten P, Wehmeier UF, 
Salah-Bey K, Benhamou B, Capdevila C, 
Michel J-M, Piepersberg W, Raynal M-C: 
Analysis of genes involved in 6- 
deoxyhexose biosynthesis and transfer in 
Saccharopolyspora erythraea 477 


IV 


Drapier D — Rimbault B 

Druka A, Kudrna D, Han F, Kilian A, 
Steffenson B, Frisch D, Tomkins J, Wing R, 
Kleinhofs A: Physical mapping of the barley 
stem rust resistance gene rpg4 283 

Dung M, Thomsen B, Westergaard O, Krejci 
L, Bendixen C: Genetic analysis of the 
Saccharomyces cerevisiae Sgsi helicase 
defines an essential function for the Sgs1- 
Top3 complex in the absence of SRS2 or 
TOP1 89 

Duran A — Carnero E 


Eliasson A, Gass N, Mundel C, Baltz R, 
Krauter R, Evrard J-L, Steinmetz A: 
Molecular and expression analysis of a 
LIM protein gene family from flowering 
plants 257 

Elmerich C — Carreno-Lopez R 

Elsdon M — Huen DS 

Elsik CG, Williams CG: Retroelements 
contribute to the excess low-copy-number 
DNA in pine 47 

Engels A — Weifschuh N 

Enomoto T — Onoda F 

Ercolano E, Mirabella R, Merrick M, 
Chiurazzi M: The Rhizobium 
leguminosarum glnB gene is down- 
regulated during symbiosis —_555 

Eshel D — Steinberg-Neifach O 

Esposito D — Rimbault B 

Eto Y, Ikeda K, Chuma I, Kataoka T, Kuroda 
S, Kikuchi N, Don LD, Kusaba M, 
Nakayashiki H, Tosa Y, Mayama S: 
Comparative analyses of the distribution 
of various transposable elements in 
Pyricularia and their activity during and 
after the sexual cycle 565 

Evans DAP — Baron M 

Evans DRH, Hemmings BA: Mutation of the 
C-terminal leucine residue of PP2Ac 
inhibits PR55/B subunit binding and 
confers supersensitivity to microtubule 
destabilization in Saccharomyces 
cerevisiae 425 

Evrard J-L — Eliasson A 

Eymann C, Mittenhuber G, Hecker M: The 
stringent response, o''-dependent gene 
expression and sporulation in Bacillus 
Subtilis 913 


Fargo DC, Hu E, Boynton JE, Gillham NW: 
Mutations that alter the higher-order 
structure of its 5’ untranslated region 
affect the stability of chloroplast rps7 
mRNA 291 

Faucher N — Bourbonnais Y 

Favreau MR — Doetsch NA 

Fedorova LI — Syomin BV 

Fenton R — Zhu B 

Fernandez MJ — Gonzalez A 

Fierro F — Marcos AT 

Fink D — Weifschuh N 

Fink M — Gregan J 

Fitzpatrick KA — Schulze S$ 

Fladung M — Kumar S 

Flores A — Mouslim C 

Fournier N — Samuel JM 

Franz G — Gourzi P 

Franzén L-G — Stevens DR 

Frisch D — Druka A 

Frosch SC — Hohnjec N 


Friihling M — Hohnjec N 

Fujimoto N — Handa N 

Funakoshi M, Kajiwara R, Goda T, 
Nishimoto T, Kobayashi H: Isolation and 
characterisation of a mutation in the PMR1 
gene encoding a Golgi membrane ATPase, 
which causes hypersensitivity to over- 
expression of Clb3 in Saccharomyces 
cerevisiae 29 


Galli A — Cervelli T 

Gamulin V — Mikoc A 

Garcia B — Carnero E 

Garesse R — Lefai E 

Gass N — Eliasson A 

Gatz C — Bohner S 

Gause M, Georgiev P: Interactions between 
su(Hw)-binding regions in neighboring y2 
and scD1 alleles hinder trans-activation of 
the y2 promoter by yellow enhancers located 
onahomologous chromosome 222 

Geider K — Zhang Y 

Georgiev P — Gause M 

Georis I, Krijger J-J, Breunig KD, 
Vandenhaute J: Differences in regulation 
of yeast gluconeogenesis revealed by 
Cat8p-independent activation of PCKi and 
FBP1 genes in Kluyveromyces lactis 193 

Gillham NW — Fargo DC 

Gébel UB — Heuner K 

Goda T — Funakoshi M 

Gonzalez A, Remsing LL, Lombo F, 
Fernandez MJ, Prado L, Brafia AF, Kiinzel 
E, Rohr J, Méndez C, Salas JA: The 
mtmVUC genes of the mithramycin gene 
cluster in Streptomyces argillaceus are 
involved in the biosynthesis of the sugar 
moieties 827 

Gorovits R — Propheta O 

Gourzi P, Gubb D, Livadaras Y, Caceres C, 
Franz G, Savakis C, Zacharopoulou A: The 
construction of the first balancer 
chromosome for the Mediterranean fruit 
fly, Ceratitis capitata 127 

Gregan J, Bui DM, Pillich R, Fink M, Zsurka 
G, Schweyen RJ: The mitochondrial inner 
membrane protein Lpe1op, a homologue 
of Mrsa2p, is essential for magnesium 
homeostasis and group II intron splicing 
in yeast 773 

Gubb D — Gourzi P 

Gutiérrez S — Marcos AT 

Gutkin G — Halverson D 


Hacker J — Heuner K 

Haffani YZ, Overney S, Yelle S, Bellemare G, 
Belzile FJ: Premature polyadenylation 
contributes to the poor expression of the 
Bacillus thuringiensis cry3Ca1 gene in 
transgenic potato plants 82 

Hage AE, Sabi M, Alix J-H: The chaperonin 
GroEL and other heat-shock proteins, 
besides Dnak, participate in ribosome 
biogenesis in Escherichia coli 796 

Hakala J — Raty K 

Hallick RB — Doetsch NA 

Halverson D, Guikin G, Clarke L: A novel 
member of the Swi6p family of fission 
yeast chromo domain-containing proteins 
associates with the centromere in vivo and 
affects chromosome segregation 492 

Hamada K — Terashima H 


Hamann A — Averbeck NB 

Han F — Druka A 

Handa H — Murayama S 

Handa N, Noguchi Y, Sakuraba Y, Ballario P, 
Macino G, Fujimoto N, Ishii C, Inoue H: 
Characterization of the Neurospora crassa 
mus-25 mutant: the gene encodes a protein 
which is homologous to the 
Saccharomyces cerevisiae Rad54 protein 
154 

Hazel B van den — Nielsen PS 

He Z-H, Dong H-T, Dong J-X, Li D-B, 
Ronald PC: The rice Rimz2 transcript 
accumulates in response to Magnaporthe 
grisea and its predicted protein product 
shares similarity with TNP2-like proteins 
encoded by CACTA transposons 2 

Hecker M — Eymann C 

Heizmann P — Luu D-T 

Hemmings BA — Evans DRH 

Heuner K, Dietrich C, Steinert M, Gobel UB, 
Hacker J: Cloning and characterization of 
a Legionella pneumophila -specific gene 
encoding a member of the LysR family of 
transcriptional regulators 204 

Hicks M — Baron M 

Higashitani A — Aoki H 

Hijarrubia MJ, Aparicio JF, Casqueiro J, 
Martin JF: Characterization of the lys2 
gene of Acremonium chrysogenum 
encoding a functional z-aminoadipate 
activating and reducing enzyme 755 

Hill SA: Neisseria gonorrhoeae rec] mutants 
show defects in recombinational repair of 
alkylated bases and UV-induced 
pyrimidine dimers 268 

Hisatake K — Imazawa Y 

Hitchin E — Capell T 

Hohnjec N, Kiister H, Albus U, Frosch SC, 
Becker JD, Piihler A, Perlick AM, Friihling 
M: The broad bean nodulin VfENODi8 is a 
member of a novel family of plant proteins 
with homologies to the bacterial MJo577 
superfamily 241 

Holm DG — Schulze $ 

Honda BM — Schulze S 

Hong CB — Lee H 

Hu E — Fargo DC 

Hua-Van A, Pamphile JA, Langin T, 
Daboussi M-J: Transposition of 
autonomous and engineered impala 
transposons in Fusarium oxysporum and a 
related species 724 

Hua-Van A, Pamphile JA, Langin T, 
Daboussi M-J: Transposition of 
autonomous and engineered impala 
transposons in Fusarium oxysporum and a 
related species 734 

Hudson K — Baron M 

Huen DS, Elsdon M, Ponder BAJ: The 
Drosophila Ret gene is transcribed in 
multiple alternatively spliced forms 335 

Hugues § — Luu D-T 

Hwang DS — Lee H 

Hynes MF — Clark SRD 


Ichioka D, Itoh T, Itoh Y: An Aspergillus 
nidulans uvsC null mutant is deficient in 


homologous DNA integration 709 
Ikeda K — Eto Y 
Ikeda Y — Chikano H 


Ilyin YV — Syomin BV 


ill 


Imai K — Imazawa Y 

Imaizumi-Anraku H, Kouchi H, Syono K, 
Akao S, Kawaguchi M: Analysis of 
ENOD4o expression in albi, a symbiotic 
mutant of Lotus japonicus that forms 
empty nodules with 
incompletelydeveloped nodule vascular 
bundles 402 

Imazawa Y, Imai K, Yao Y, Yamamoto K, 
Hisatake K, Muramatsu M, Nogi Y: 
Isolation and characterization of the 
fission yeast gene Sprpai2° reveals that 
the conserved C-terminal zinc-finger 
region is dispensable for the function of 
its product 852 

Ingles CJ) — Wong JMS 

Inoue H — Handa N 

Inoue H — Sakuraba Y 

Ishihama A — Sujatha S 

Ishihara T — Aoki H 

Ishii C — Handa N 

Ishii C — Sakuraba Y 

Itoh T — Ichioka D 

Itoh Y — Ichioka D 


Jamoussi K — Szczepanek T 
Jock § — Zhang Y 
Jorgensen M — Nielsen PS 


Kaguni LS — Lefai E 

Kajiwara R — Funakoshi M 

Kalendar R — Manninen O 

Kalmanczhelyi A — Lauer B 

Kamst E, Breek CKD, Spaink HP: Functional 
analysis of chimeras derived from the 
Sinorhizobium meliloti and 
Mesorhizobium loti nodC genes identifies 
regions controlling chitin oligosaccharide 
chain length 75 

Kanda T — Abraham EG 

Kang S — Lee H 

Kataoka T — Eto Y 

Kato C — Ohmiya R 

Katsura I — Aoki H 

Kauschmann A — Miissig C 

Kawaguchi M — Imaizumi-Anraku H 

Kawano S — Takahara M 

Kawano S — Takano H 

Kennison JA — Schulze S 

Kielland-Brandt MC — Nielsen PS 

Kikuchi N — Eto Y 

Kilian A — Druka A 

Kim HK — Lee H 

Kim J — Schulze S 

Kinashi H — Yamasaki M 

Kiselev SL — Korobko IV 

Kitada K — Terashima H 

Kleinhofs A — Druka A 

Kobayashi H — Funakoshi M 

Koizumi N — Chikano H 

Kélling R — Proff C 

Kormanec J, Sevcikova B: Identification and 
transcriptional analysis of a cold shock- 
inducible gene, cspA, in Streptomyces 
coelicolor A3(2) 251 

Korobko EV — Korobko IV 

Korobko IV, Korobko EV, Kiselev SL: The 
MAK-V protein kinase regulates 
endocytosis in mouse 411 

Kosalkova K — Marcos AT 

Kouchi H — Imaizumi-Anraku H 

Krauter R — Eliasson A 

Krejci L — Duna M 


Krijger J-) — Georis I 

Kudrna D — Druka A 

Kumar S, Fladung M: Transgene repeats in 
aspen: molecular characterisation suggests 
simultaneous integration of independent 
T-DNAs into receptive hotspots in the 
host genome 20 

Kunnari T — Raty K 

Kiinzel E — Gonzalez A 

Kuroda S$ — Eto Y 

Kuroiwa T — Takahara M 

Kuroiwa T — Takano H 

Kusaba M — Eto Y 

Kusano T — Chikano H 

Kiister H — Hohnjec N 


Lagina IIl AT — Lefai E 

Langin T — Hua-Van A 

Larouche C — Bourbonnais Y 

Lauer B, Russwurm R, Schwarz W, 
Kalmanczhelyi A, Bruntner C, Rosemeier 
A, Bormann C: Molecular characterization 
of co-transcribed genes from Streptomyces 
tendae Tiigo1 involved in the biosynthesis 
of the peptidyl moiety and assembly of the 
peptidyl nucleoside antibiotic 
nikkomycin 662 

Launhardt H, Munder T: Post-translational 
regulation of Saccharomyces cerevisiae 
proteins tagged with the hormone-binding 
domains of mammalian nuclear 
receptors 317 

Lazowska J — Szczepanek T 

Lee H, Kim HK, Kang S, Hong CB, Yim J, 
Hwang DS: Expression of the seqA gene is 
negatively modulated by the HU protein 
in Escherichia coli 932 

Lee IH — Minke PF 

Lefai E, Calleja M, Ruiz de Mena I, Lagina III 
AT, Kaguni LS, Garesse R: Overexpression 
of the catalytic subunit of DNA 
polymerase y results in depletion of 
mitochondrial DNA in Drosophila 
melanogaster 37 

Li D-B — He Z-H 

Linz JE — Zhou R 

Livadaras Y — Gourzi P 

Lloyd VK — Schulze S 

Lombo F — Gonzalez A 

Lérz H — Scholz $ 

Losada A — Abad JP 

Liitticke S — Scholz S$ 

Lutz K — Corneille S 

Luu D-T, Hugues S, Passelégue E, Heizmann 
P: Evidence for orthologous S-Locus- 
Related I genesin several genera of 
Brassicaceae 735 


Macino G — Handa N 

Makunin IV — Balasov ML 

Maliga P — Corneille S 

Manninen O, Kalendar R, Robinson J, 
Schulman AH: Application of BARE-1 
retrotransposon markers to the mapping 
of a major resistance gene for net blotch in 
barley 325 

Mantsala P — Raty K 

Marcos AT, Kosalkova K, Cardoza RE, Fierro 
F, Gutiérrez S, Martin JF: Characterization 
of the reverse transsulfuration gene mecB 
of Acremonium chrysogenum, which 
encodes a functional cystathionine-- 
lyase 746 


Martin JF — Hijarrubia MJ 

Martin JF — Marcos AT 

Matsunaga S — Takahara M 

Mayama S — Eto Y 

Mazabraud A — Silar P 

McAlear MA — Beckwith W 

Méndez C — Gonzalez A 

Merrick M — Ercolano E 

Meyer TF — Barten R 

Michel J-M — Doumith M 

Mikoc A, Ahel I, Gamulin V: Construction 
and characterization of a Streptomyces 
rimosus recA mutant: the RecA-deficient 
strain remains viable 227 

Millar JBA — Samuel JM 

Miller BL — Castiglioni Pascon R 

Minamisawa K — Ono Y 

Minke PF, Lee IH, Tinsley JH, Plamann M: A 
Neurospora crassa Arpi mutation affecting 
cytoplasmic dynein and dynactin 
localization 433 

Mirabella R — Ercolano E 

Mitsui H — Ono Y 

Mittenhuber G — Eymann C 

Miyagishima S — Takahara M 

Miyajima A — Onoda F 

Miyazawa Y — Takano H 

Mizuno T — Ohmiya R 

Molina I — Abad JP 

Mooney D — Stahl F 

Morin KA — Schulze S 

Moriyama Y — Takano H 

Mosseler A — Rajora OP 

Mouslim C, Cano DA, Flores A, Casadesus J: 
Regulation of septation: a novel role for 
SerC/ PdxF in Salmonella? 184 

Mundel C — Eliasson A 

Munder T — Launhardt H 

Muramatsu M — Imazawa Y 

Murayama S, Handa H: Isolation and 
characterization of cDNAs encoding 
mitochondrial uncoupling proteins in 
wheat: wheat UCP genes are not regulated 
by low temperature 112 

Miissig C, Kauschmann A, Clouse SD, 
Altmann T: The Arabidopsis PHD-finger 
protein SHL is required for proper 
development and fertility 363 

Myers R — Stahl F 


Najrana T — Watanabe T 

Nakayashiki H — Eto Y 

Natorff R — Piotrowska M 

Ng W-O, Pakrasi HB: DNA photolyase 
homologs are the major UV resistance 
factors in the cyanobacterium 
Synechocystis sp. PCC 6803 924 

Nielsen PS, Hazel B van den, Didion T, Boer 
M de, Jorgensen M, Planta RJ, Kielland- 
Brandt MC, Andersen HA: Transcriptional 
regulation of the Saccharomyces cerevisiae 
amino acid permease gene BAP2 613 

Nishimoto T — Funakoshi M 

Nogi Y — Imazawa Y 

Noguchi Y — Handa N 

Notareschi-Lervoy H — Augé-Gouillou C 

Nozaki H — Takano H 

Nunoshiba T — Watanabe T 


O’Kane DJ — Wang Y 
O’Leary V — Baron M 
Oelmiiller R — Chandok MR 


LE 


VI 


Ogawa M — Chikano H 

Ohmiya R, Yamada H, Kato C, Aiba H, 
Mizuno T: The Prri response regulator is 
essential for transcription of stem’ and 
for sexual development in fission yeast 
441 

Ono Y, Mitsui H, Sato T, Minamisawa K: 
Two RpoH homologs responsible for the 
expression of heat shock protein genes in 
Sinorhizobium meliloti 902 

Onoda F, Seki M, Miyajima A, Enomoto T: 
Involvement of SGSi in DNA damage- 
induced heteroallelic recombination that 
requires RADs52 in Saccharomyces 
cerevisiae 702 

Oresnik IJ — Clark SRD 

Ortiz de Orué Lucana D, Schrempf H: The 
DNA-binding characteristics of the 
Streptomyces reticuli regulator FurS 
depend on the redox state of its cysteine 
residues 341 

Osiewacz H-D — Averbeck NB 

Overney S — Haffani YZ 


Piihler A — Hohnjec N 

Pakrasi HB — Ng W-O 

Pallotta D — Bourbonnais Y 

Pamphile JA — Hua-Van A 

Passelegue E — Luu D-T 

Paszewski A — Piotrowska M 

Periquet G — Augé-Gouillou C 

Perlick AM — Hohnjec N 

Piepersberg W — Doumith M 

Pillich R — Gregan J 

Piotrowska M, Natorff R, Paszewski A: 
sconC, a gene involved in the regulation of 
sulphur metabolism in Aspergillus 
nidulans, belongs to the SKP1 gene 
family 276 

Pizzirani-Kleiner AA — Castiglioni Pascon R 

Plamann M — Minke PF 

Planta RJ — Nielsen PS 

Ponder BAJ — Huen DS 

Prado L — Gonzalez A 

Proff C, Kélling R: Functional asymmetry of 
the two nucleotide binding domains in the 
ABC transporter Ste6 883 

Propheta O, Vierula J, Toporowski P, 
Gorovits R, Yarden O: The Neurospora 
crassa colonial temperature-sensitive 3 
(cot-3) gene encodes protein elongation 
factor 2 894 

Purton S — Stevens DR 


Rahman MH — Rajora OP 

Rajora OP, Rahman MH, Dayanandan §, 
Mosseler A: Isolation, characterization, 
inheritance and linkage of microsatellite 
DNA markers in white spruce (Picea 
glauca) and their usefulness in other 
spruce species 871 

Rasooly R — Zhou R 

Raty K, Kunnari T, Hakala J, Mantsala P, 
Ylihonko K: A gene cluster from 
Streptomyces galilaeus involved in 
glycosylation of aclarubicin 164 

Raynal M-C — Doumith M 

Redenbach M — Yamasaki M 

Remsing LL — Gonzalez A 

Ribas JC — Carnero E 

Rimbault B, Esposito D, Drapier D, Choquet 
Y, Stern D, Wollman F-A: Identification of 


the initiation codon for the atpB gene in 
Chlamydomonas chloroplasts excludes 
translation of a precursor form of the f 
subunit of the ATP synthase 486 

Ripoll P — Abad JP 

Robinson J — Manninen O 

Rohr J — Gonzalez A 

Ronald PC — He Z-H 

Rosemeier A — Lauer B 

Rossignol M — Silar P 

Rossolillo P, Albertini AM: Functional 
analysis of the Bacillus subtilis yshD gene, 
a mutS paralogue 809 

Ruiz de Mena I — Lefai E 

Russwurm R — Lauer B 


Sabi M — Hage AE 

Sakai A — Takahara M 

Sakuraba Y — Handa N 

Sakuraba Y, Schroeder AL, Ishii C, Inoue H: 
A Neurospora Double-Strand-Break repair 
gene, mus-11, encodes a RAD52 homologue 
and is inducible by mutagens 392 

Sakurai R — Takano H 

Salah-Bey K — Doumith M 

Salas JA — Gonzalez A 

Samuel JM, Fournier N, Simanis V, Millar 
JBA: spoi2 is a multicopy suppressor of 
mcs3 that is periodically expressed in 
fission yeast mitosis 306 

Sanchez Y — Carnero E 

Sano H — Chikano H 

Sasaki N — Takano H 

Sato S — Aoki H 

Sato T — Ono Y 

Savakis C — Gourzi P 

Scholz S, Lérz H, Liitticke S: Transposition 
of the maize transposable element Ac in 
barley (Hordeum vulgare L.) 653 

Schrempf H — Ortiz de Orué Lucana D 

Schroeder AL — Sakuraba Y 

Schulman AH — Manninen O 

Schulze S, Sinclair DAR, Silva E, Fitzpatrick 
KA, Singh M, Lloyd VK, Morin KA, Kim J, 
Holm DG, Kennison JA, Honda BM: 
Essential genes in proximal 3L 
heterochromatin of Drosophila 
melanogaster 782 

Schwarz W — Lauer B 

Schweyen RJ — Gregan J 

Sevcikova B — Kormanec J 

Seki M — Onoda F 

Sezutsu H — Abraham EG 

Shestopal SA — Balasov ML 

Shimada T — Abraham EG 

Silar P, Rossignol M, Tahar R, Derhy Z, 
Mazabraud A: Informational suppressor 
alleles of the eEFiA gene, fertility and cell 
degeneration in Podospora anserina 354 

Silva E — Schulze S 

Simanis V — Samuel JM 

Sinclair DAR — Schulze S 

Singh M — Schulze S 

Smith C — DeLotto Y 

Sopory SK — Chandok MR 

Sosio M, Bossi E, Bianchi A, Donadio S: 
Multiple peptide synthetase gene clusters 
in Actinomycetes 213 

Spaink HP — Kamst E 

Specke V — Averbeck NB 

Stahl F, Bowers R Jr., Mooney D, Myers R, 
Stahl M, Thomason L: Growth and 


recombination of phage / in the presence 
of exonuclease V from Bacillus subtilis 
716 

Stahl M — Stahl F 

Steffenson B — Druka A 

Steinberg-Neifach O, Eshel D: Simultaneous 
expression of both MAT loci in haploid 
cells suppresses mutations in yeast 
microtubule motor genes 300 

Steinert M — Heuner K | 

Steinmetz A — Eliasson A 

Stern D — Rimbault B 

Stevens DR, Atteia A, Franzén L-G, Purton S: 
Cycloheximide resistance conferred by 
novel mutation in ribosomal protein L41 
of Chlamydomonas reinhardtii 790 

Sugasaki T — Abraham EG 

Sujatha S, Ishihama A, Chatterji D: 
Functional complementation between 
mutations at two distant positions in 
Escherichia coli RNA polymerase as 
revealed by second-site suppression 531 

Surkov SA — Syomin BV 

Syomin BV, Fedorova LI, Surkov SA, Ilyin 
YV: The endogenous Drosophila 
melanogaster retrovirus gypsy can 
propagate in Drosophila hydei cells 

Syono K — Imaizumi-Anraku H 

Szalay AA — Wang Y 

Szczepanek T, Jamoussi K, Lazowska J: 
Critical base substitutions that affect the 
splicing and/or homing activities of the 
group I intron bi2 of yeast 
mitochondria 137 


588 


Tahar R — Silar P 

Takahara M, Takahashi H, Matsunaga S, 
Miyagishima S, Takano H, Sakai A, 
Kawano S, Kuroiwa T: A putative 
mitochondrial ftsZ gene is present in the 
unicellular primitive red alga 
Cyanidioschyzon merolae 452 

Takahashi H — Aoki H 

Takahashi H — Takahara M 

Takanami T — Aoki H 

Takano H — Takahara M 

Takano H, Abe T, Sakurai R, Moriyama Y, 
Miyazawa Y, Nozaki H, Kawano S, Sasaki 
N, Kuroiwa T: The complete DNA 
sequence of the mitochondrial genome of 
Physarum polycephalum 539 

Tamura T — Abraham EG 

Terashima H, Yabuki N, Arisawa M, Hamada 
K, Kitada K: Up-regulation of genes 
encoding glycosylphosphatidylinositol 
(GPI)-attached proteins in response to cell 
wall damage caused by disruption of FKS1 
in Saccharomyces cerevisiae 64 

Thomason L — Stahl F 

Thompson MD — Doetsch NA 

Thomsen B — Duno M 

Tinsley JH — Minke PF 

Tomkins J — Druka A 

Toporowski P — Propheta O 

Topsom L — Capell T 

Tosa Y — Eto Y 


van Geldorp G — Watanabe T 
Vandenhaute J — Georis I 
Vierling S — Weifschuh N 
Vierula J — Propheta O 
Villasante A — Abad JP 


Wang G — Wang Y 

Wang Y, Wang G, O’Kane DJ, Szalay AA: 
A study of protein-protein interactions 
in living cells using luminescence 
resonance energy transfer (LRET) from 
Renilla luciferase to Aequorea GFP 
578 

Watanabe T, van Geldorp G, Najrana T, 
Yamamura E, Nunoshiba T, Yamamoto K: 
Miscoding and misincorporation of 8-oxo- 
guanine during leading and lagging strand 
synthesis in Escherichia coli 836 

Wehmeier UF — Doumith M 

Weifschuh N, Fink D, Vierling S, Bibb MJ, 
Wohlleben W, Engels A: Transcriptional 
analysis of the gene for glutamine 
synthetase II and two upstream genes in 
Streptomyces coelicolor A3(2) 461 

Weingarten P — Doumith M 

Westergaard O — Duno M 

Williams CG — Elsik CG 

Wing R — Druka A 

Wohlleben W — Weifschuh N 

Wollman F-A — Rimbault B 


Wong JMS, Ingles CJ: A compromised yeast 
RNA Polymerase II enhances UV 
sensitivity in the absence of global genome 
nucleotide excision repair 842 


Yabuki N — Terashima H 

Yamada H — Ohmiya R 

Yamamoto K — Imazawa Y 

Yamamoto K — Watanabe T 

Yamamura E — Watanabe T 

Yamasaki M, Redenbach M, Kinashi H: 
Integrated structures of the linear plasmid 
SCP1 in two bidirectional donor strains of 
Streptomyces coelicolor A3(2) 634 

Yao Y — Imazawa Y 

Yarden O — Propheta O 

Yelle S — Haffani YZ 

Yim J — Lee H 

Ylihonko K — Raty K 


Zacharopoulou A — Gourzi P 

Zhang Y, Jock S, Geider K: Genes of Erwinia 
amylovora involved in yellow color 
formation and release of a low-molecular- 


Vil 


weight compound during growth in the 
presence of copper ions 233 

Zhang Y, Jock S, Geider K: Genes of Erwinia 
amylovora involved in yellow color 
formation and release of a low-molecular- 
weight compound during growth in the 
presence of copper ions 732 

Zhimulev IF — Balasov ML 

Zhou R, Rasooly R, Linz JE: Isolation and 
analysis of fluP, a gene associated with 
hyphal growth and sporulation in 
Aspergillus parasiticus 514 

Zhu B, Choi D-W, Fenton R, Close TJ: 
Expression of the barley dehydrin 
multigene family and the development of 
freezing tolerance 145 

Zsurka G — Gregan J 


Indexed in/abstracted by the following services: 
BIOSIS, Zoological Record, Current Contents, 
Index Medicus EMBASE 


February 2001 
Printed on acid-free paper 


